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2. Constraints Based Dynamic Protein Interaction Network

2.1 He o3

WSHQ CHWE J4SRE UESNID 24 oige Fod
¢ga M4SHE JEE UEHZI EHE A2
A2t3i5tD Y UERIZERH ¥8 £ Y= UYs HEE
FEH0 20 F= Jiss ZESD UL HEXHo ¢y
4EHE UERIZD 740 AWM ABX2 g2 O
+SH YFUAM ZF0HAH HMSSIH F= FLE ZOA
st I2E FESE 420 ez 1 Zo, 48
SNUEQ JIEL HWE MSHE UYERID FE =FE
A80IH Chst FEE R[5t SUH2Z F&ols O
ANA HE oHSBO0l UUCH 0ld HdZE2 3506

Qs 2 =20 ME Constraints Based Dynamic Protein
Interaction Network@ HIgHstCh,

22 8§83 ¥ HA=E

HerE UWER3 Jige U8l 28 SE4 84 |EE
AR UCH  HM, AMENSH UERKIY ZHIHQ
ABXRS S50 CUE ASRE UERHIE F4ED
HASlE EXE PIEoE LFUAM SIEZ NS
Aot HEE F5F £ UASE 80 22 fohA &
HESN JI8 AlAE MEADL [0l HXD Jes ¢
A BY R AA0l PHEGIDA St CHE M4SHE
HESRII LFAIZHO ol ZUE HSBotL, WERKND B2
ANEXUZRH FOHE ZAUFLE VSN = CUHME AESXE
WERKRIE 4L MEX=s PHE CUHE HMNBSEE
HER/IE 2HAN L8 FEE FIIE MSdIAHLL ZHE
HBAAHA JBEAM S22 X0l E10X St ¢z
A4SHE UERID L= UHAZEZE A =0 MEXL
H2sle B322 €3 HH0IHAM Z&EE WA 2IAE,
45 HEE WIS XY X FE € Ol ¢gwE
ASEHEE LOJ= FRH UELNO Sl #H =H S
CIsICt 21 2 & UWESZ JIgUA AMIEHEsE M =A
¥ E0 M3z HEE LIEHHD UCH

1 HSZH @ Uiy
RS el guray
cross 1D, alias,
crun B family, organism, description, gene,
location, tissue domain, motif,
publication
temperature, pH, binding site,
NERE B salt concentration bait condition,
experimental evidence, | publication,
experimental system, description

EM, 2 UESRI3 DgliHbe 82 S50 oA
CHeld ASEHE FEE OiLi2t d&s8 Sl 20Xe
el ASAEE S 22X HIHQE 850 EHHSHCH
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I 2 JIY2 Han's ¥ OBWA MAZAD Yeast HA
52 (& F&TE HoFD) Us oY X8 J1e ogud
ASEE & JIYPES SO60 HM3Hs CUHE HA4SE
FEE N2 fgotn ACH3L[4].[5]. ABE A= Jge
CHe X8 FEE JIRSE D AN, Y owEe
CHe JESUSR JIE CHHE Y MZO| FAE IO
UstH &3XEg & FEE MB8tCt
AR, gwEg ASXE UENIE 4ol U
LE2 FH3GX %0 MY guE Y FEE 1 Us
HHZ 26D M2 FZI 20XEe fos g
BHY =4 US FIOEEM HH SEE & YUXE G0
AUCH L& UHENE HUWE ASXUE UHEAIW ME=2
CHE FE= CNE MSHE JIEE 48 FIGHHU
AHSIH BtHE 4+~ UAEE GIUCH
OtXI®t22 Constraints Based Dynamic Protein Interaction
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3. Summary

=2

2 =20 MZE HEY WA HESRI
P4 JIgQl Constraints Based Dynamic Protein Interaction

Network & HIHBIQUCH HMotE WEKILUMA HSEUSE2
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Ty QY= ST CUWE TS FMRZ (HUE NEZHES
HASIHA CHE L5 YWESIAE FLssE R0
Jbseith 2 Jige ¢edl FUX d9HE d4sXE FFEE
JIPteZ WERKIE 748D A6 Els ATt
SO AMSHEE SotH FENIE Yot <A
ABXRE UEYIE FHE & USE ZAECE BUA
JIEY THME ASHE UERT R4 alle 20
LB SOl B JIbE CeE ASHE E JIEE
S50 MiEs® pwE ASAE OOHE MBBOUE
HBOAAE 2JlEy Al FELHs SIS N2 UCH
BE0s 2 =204 NAE WEAI JIgE A83IH 20|
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