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Zo, 3)Ro) 2tz 36.8, 16.9, 32.8, 498%°| A3, non-transgenic®] - 27+ 357, 17.3, 347,
564%0]1014) o5 7+) $94 FolE e ASE BUHUTE Poutod) FFo ROIME,

trangicZ} non- transgech Ao ehslEe 247 19, 178%, ZAH-L 029, 0.14%, Fehw o
136, 1.84%, 352 116, L22%Z oS 7+ #oA aole gl ZoE BAHI.

Table 1. HAMEO| At A 24

2 i X
N8 E [ ERC IS e & A
| Transgenic soybean Non-Transgenic soybean
g £ 3 % 36.8 35.7
z A B % 16.9 17.3
-
z < EL % 328 347 ]
3 ® % 4.98 5.64
i | EEEE
I @ 9
Transgenic potato Non-Transgenic potato
B = 3 & % 19.1 1718
Z A) 1S % 0.29 . 014
= o wl % 1.36 1.84
3 2% 1.16 122
*2 NFAE 3 2A 9 P

(2) PCR ¥ pested PCR A&

PCR 2 nested PCRO] AF&¥ reaction mixture= dNTP (ImM), primer (sensz, 0.2pM; anti-sense,
0.2pM), MgCh (1.5mM), DNA polymerase (1.25U), sample (200ng)S EojA] 94TolA 2 &3t 1t
23} 3 denatureE 94°ColA 1 &, annealingS 55Tl A 2 &, extentiong 72 TollA 3 57k % 35
cycle ‘i’f%s}ﬂ NCAN 7 BzF w-eA7 & wreS FAAAG 2 F BEdES 3%4
agarose gel(NuSieve 3:1 agarose)oll sample®} loading buffer(0.5% BPB, 50%Glycerol) & loading &t
100Vl A 304027 W79k bandS HQEkATh 27 194 BRo], AAFTA I
GM(genetically modified) $+5-3o] tha}od ztzhe] sampled Zof] soakingdho] WolA|Z) The:
DNAZ %2313ith. PCRS ), 47195 & 2%, 19 13} 2o} positive controle] 4 27))
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band (200bp 9} 450bp)7+ HEH AT 43T GM EFFo A 200bp2] PCR product7} 2 &
o, FUEFTANME ol bande HEHA A T, S554E9 PCRoM = BIB.
thringiensis) 24249+ 215bp2] band7} #WEEQch

gl 1. LMOZ2| PCR AHS.
[¢]

1. Positive control(F), 2. FUEF, 3. F3E, 4. GM &FF, 5. Positive control(Z4F7), 6. S,
7. AN 8 BT O A

2T T =T T

PCRS| 24 97} o= AEUAE Pohry] fiated validation testS 33 ATH. LMO &
F4o] EPAEE 247 0.001~100% 2 ThFs}A| sample ZA|st PCRE 34§ 23 12
9 22 A5 & 4 AU 2¥29 bandol A ERo] 10% BE4 GM S542] DNAZL
EY=Hdels £ PCR o 2702 FFo] 7HsstHh

12! 2. LMO 24=7=9| validation testo| 2[5t PCR ZZ.

1.Positive control(BT 24247, 2. 0.001% BT £, 3. 001% BT 24 4. 005% BT L5, 5.
0.1% BT €44, 6.0.5% BT 4%, 7. 1.0% BT $4:4=, 8. 5.0% BT 44, 9. 100.0% BT S5
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39 29 2014 B %74 BT #2347} TUE] YEA9) 42 nested PCRE 3} £
A3 18 39 3HGH Zo] 001%7HA] £YH BT gened AT + Ut

JE| 3. LMO =5=2| nested PCR AE&.

1.Positive control(BT 2=7), 2. 0.00% BT 24, 3. 0.01% BT 44 4. 0.05% BT £, 5. 0.1%
BT €44, 6.05% BT 244, 7. 1.0% BT &4, 8. 50% BT <4<, 9. 100.0% BT 254~

(3) 7129 Aol o]F &<

the o=, mouse AFRY WEAZAIZ nonlMO ErES IMO EnlEE o] 2537+ 4l
% 7} group®] mouse & 7]7} LMO gene& &4 ﬁiﬂe 7] DNA2] PCRE 53] &<13tdh
/K

Z group £ Yyt 20, non-LMO ETlE o], LMO ErlE 2]0]9] A groupo] 1, B7]= 9
2%, 4%, 2 81Z-2 H23he) marker gene?l resveratrolo] ’“°‘Q°1 Q=AY JEE 5
th. A% 23}, 2z group moused] 9, 2%, 4, 814 2504 resveratrolo] AFIE geneo]

A=A @k, o|ZRE 7z F7]o AojHA S FYSAHNIH 4).

b

1 2 3 4 5 6 7 8 910 11 12 13 14

2! 4. Tomato Alo|of] 2|8t mouse A7|29| &0 &0l

Lane 1: Marker, lane 2: positive control, lane 3: Yuk4o]e] §) 23, lane 4: YA ole] AFzF,
lane 5: YutAlole] AZ 2 lane 6: YyHAlo]9] B]AZZ], lane 7:non-LMO 2]0]¢] ¢ Z 3, lane 8:
non-LMO 2]o]¢] &% %32 lane 9: non-LMO 2jo]¢] th& Z 3|, lane 10: non-LMO 2409} B =
], lane 11: LMO (resveratrol trangenic tamato) 4]o]2] ¢] Z3], lane 12: LMO (resveratrol trangenic
tamato) 2]0]9] A& Z 3 lane 13: LMO (resveratrol trangenic tamato) Alole] A %2 lane 14:
LMO (resveratrol trangenic tamato) 2]o]2] v]Z 7‘5]
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@ QFYA 2 AFAA 93 IMO 4HE9] ¢HAA AlE

LMOS} non-LMO A1) QelAl $ o3RS AEay) Sated 9A4 AT L AFHA
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)2 10 40 23, 1x Q1T 200448} 160 mMe] Na2CO3 7542 mixate] zHzt YA A|7H5 <

e A|71t) 1 %, Zh2bS eppendorf tubeol] sample 16 yf o] Sxsample Buffer(SB) 4 p4o] ‘%
bmhngﬂ the, PAGE-gelo] loading3}4t}. Sample- 2040 A Y1, running 31305 719
%, Coomassie Brilliant BlueZ &4)-8 3} destininge 3+ 5 AXAA band—— &l 0}9&\1} a7
7 AreE /\]xrol-;ﬂjq]‘o]. ol Zoalo|} o] ojata] Al&sA Bajgn o Ar]ze 7510]
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