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B8543 TE buffer(10mM Tris-HCl pH 7.4, 1mM EDTA)o] -£313}9] template DNA A2
o]-23+4t}h. Leptin, MYF5 = H-FABP 3/} FRGHAE2 DNA t}alAd-& PCR-RFLP 7]% & o
£5ta] BM3E9 3 RFLP marker 48 98t At &S € primerd] 9714 E-& Table 17

Table 1. Primer sequences and enzymes of candidate genes for PCR-RFLP analysis

Candidate gene Primer sequence (5 to 3) Enzyme Fragment size (bp)
Lent GTCACCAGGATCAATGACAT Bl I 1820
in ,

P AGCCCAGAATGAAGTCCAA %
ACAGCGTCTACTGTCCTGATG

MYF5 Tag T 890
CGTGGCATATACTAAGGACAC

H-FABP TACCTGGAAGTTAGTGGACAGC Yop I 812
CTTGGCTCTGCTTTATIGACCT P

Z2d. &, Zt FRFARY PR 35L& 95t ¥-§SAL template DNA 50-80ng, primer 2
0.5uM, dNTP 2+ 200uM, 10 X PCR buffer 5u¢ 18] 3 Taq DNA polymerase lunitE #H7}3}
of P(R 3L 2 203 24T PR cycled FHx 94ToA 582 durpdgd F
94T A 1%, annealing2 % 58C(leptin® MYFS §-32}) £+ 55CH-FABP $-- b)) A
15 a8la 72TCoA 1879 cycle F 353 WHES oS AR 22 72T 587 71E3
3 DNA £ e dssigt. PR $8 § 4 TR FAAEY RFLP marker 418 93
Ztzto) djgele AFELE HBdsln 12~13% polyacrylamide gelE o] &3 H7jgFo=
218 o8 ethidiup bromide B=E silver ZMHPCE DNA bandE AZsn 4 34 AA
W RFLP marker HAZ8-& #4384, &3 84 559 vk 2359 AF§oE 7§
o] Adg F 2§ o & FREAAY dEGA MEY] AolE chi-square YL
2 439y, zeEln EEAH 2 2o dig RFLP narker?l 9%E FA37] 9lsio
SAS® 8.1 Package/PC(SAS, 1990)& o &dto] dut MIRYF(CLD L2 FA 4830

23

i)
b
et

Leptin, MYF5 ¥ H-FABP 37) 7154 TRzt PR-RFLP £4& sl #& F4x9)
FEo 54 A71MEE TE8E primerE o] &sle] FZ§ T PR FEANEEL B

Tag I 2% Msp ] ABEAE 42 8T polyacrylamide gel & o435t #A7d% T 7
gdad AR EA R ek FE9 RFLP A7 GBS Fig. 1, 2 2 39 22 A
Alg vhok 2o}, Leptin F8AHE Fig. 1914 BE ulel Zro] AA homo® € 900 bph 280 bp
2719 27} band, BB homo®-& 620bpel 280bp2] 27} band 18]3 AB hetero®& 900, 620
2 280 bpdl 370 band7b BF L@ G4E Jebdth WF5 H82HFig. 2)E A homo¥ &
445bp} 96bp, BB homo¥-> 352bpe} 96bp 18] 3L AB heterod-& 445, 352 2 96bp 371 band
Z 2YHoY 96bp A719 F& dHE ANFOE FASA Gk, 9, H-FABP 43
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298bpe} 251bp, BB homo¥ -2 361bpet 251bp L1231 AB
¥ FHEE band ¥HE BT, wElA oA olE

ZHFig. 3)E AA homo?
heteroﬁio olE 3709 ©HE
B 579 dldf-dAtel o) A== AA, AB 2 BB 3FF 9 RFLP
marker m} o] ZdlEth. AR Fdd 4 FR{EAAECN 9T dPHAA xS F
s A3 leptin +HAE AY B F-FAA W=t 22k 0,573 0,430 3 MYFs A=)
= 27 0,619 0.39 282 H-FABP f8xe 2t 0.903% 0.1022 4=, &
A 574 del 2389 Ao £y AL F a2gdy dEsA4 2dus
A3 A3 leptin®} MYFS A A Zhzh F-o2H(P<.05)7F AR = At
37/ FRFAASY FAAGo] EAFCW), =AE0P), TAY FABFD), HH%}—:—L oy
(M) 22U AREWMS)H ¢S vAe a¥%E FYsly] dsted ol FR{HA
RFLP marker @A} 2 AP AHAHE B4 2439 ch(Table 2). Leptin 3
A A A6 A3 F3k(P< .05)& WA A2 YErgT. &, BB o] 1.43cm
o2 ME 0.66cmol Bl SAW FA7F ¢ 0.77m A% o A FAHEAL. WFS A
A= WS BHFd A9 AP .05)2 YER AL Fo] 98.82 e’ BB <) 81.94
] F 16.88 o’ Tl & Ao BAFAL, T8y, oE 44
= YA RS F98 9Fe vAA goted H-FABP FAAE o= EAZIEHRE
A ot} leptin TEEL AW HH3} AW il 34046}:%
o F83 8L FIIE AL A ek, whEbA,
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Fig. 1. RFLP markers of leptin gene in 12% polyacrylamide gel following digestion
with Bgl II enzyme. Lanes 3~5, 8, 11, 16, 18, 20~22 and 23, AA type! lanes 1, 2, 6,
7, 10, 12~15, 24~26 and 27, AB type; lanes 9, 17, 19 and 28, BB type.

HIT345 6T R NURBRULTREDADERELY B U

Fig. 2. RFLP markers of MYF5 in 13% polyacrylamide gel following digestion with 7aq
[ enzyme. Lanes 12, 13, 23 and 25, AA type; lanes 1~3, 9, 15, 18, 19, 21 and 24, AB
type; lanes 4~8, 10, 11, 14, 16, 17, 20, 22, 26, 27 and 28, BB type. M: molecular
size marker(100bp DNA ladder).



kg
Fig. 3. RFLP markers of H-FABP in 12% polyacrylamide gel following digestion with Rsa

[ enzyme. Lanes 1, 5~12, 14, 15, 18~24 and 25, AA type; lanes 2, 3, 4, 13, 16 and 17,
AB type. M : molecular size marker(100bp DNA ladder).

Table 2. Least square means and standard errors of carcass composition for leptin,
MYF5 and H-FABP genotypes in Korean cattle

Carcass traits
Genotype CWi(kg) DP(%) BFT(cm) EMA(cm®)  MS(point)
LSM=SE LSM+SE  LSM+SE  LSM:SE  LSM+SE
AA 4814357847 60.80:2.35 0.66:052° 91.63:792  3.92+101
Leptin  AB 479437802  6054+156 094038 8923+853  3.83+0.94
BB 486827725 60514284 143+064° 88261823  3.82+0.48
AA 4823548171  61.29+2.13 094038  98.82+792° 394098
MYF5  AB 487589447 6027222 104045  8652+822"°  377:0.9%
BB 4797559046 6126252 1.03+054  81.94+837°  359:0.72
AA 4853949425 5927246 098042  9300:760  3.71%0.83

H-FABP
AB 488.76298.94  61.66+2.04  1.09+053 96.13+7.60 3.6420.88

Superscripts with different letters in the same column significantly differ (P<.05).

Candidate

gene

CW=Carcass weight; DP=Dressing percentage; BFT=Backfat thickness; EMA=Eye muscle
area, MS=Marbling score (ranges 1-5).

2 dTE 2% 2 AUME B3l Bosls leptin, WFS 2 H-FABPY] 37) 7154 &

R 2 uAE 4FE BAE7 datd o) A

PCR-RFLP marker 9 =AE A7) A#AHL B30t} Leptin, MYF5 2 H-FABP - =bol 4]
AA, AB Bt BB 379 RFLP f1datdol 22t AEHAT A% B @A NEE 247
0.577 0.43, 0.61% 0.39 221 0.90% 0.1022 AL}, §2 570 g 1387
Addos 28 Add F 257 ddada 2PUN=2 02F A9 leptind MYF5 &
ARzt BAA FARP< 05)7F QAN £ 2 TR G AR RFLP marker &
Aol ZAFA vAE 38 FAE 2F leptin $AAE EX 57 283 WYFS5

s
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FAAE WET ddFdd A 84 dFP< .05)€ WAE AR BAEATY. a9
U H-FABP FiAte EAGAET 4ol dASA &gt @webA, leptin MYF5 £
Ae 9o 2ASY 2 3 NAE 9T DA marker2 o4 715 Aoz AlgdY,
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