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Table 1. Selected molecular markers of nead and neck can-

cer
Clinical DNA RNA Protein
samples marker Marker Marker

Surgical margin, TP53, microsatellife Cytokerating SCC, CD44,

Saliva, serum alferations, CYFRA,
presence of HPV telomerase
and EBV DNA
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Fig. 4. Tefranucleotide microsatellite markerg 0|88 mole-
cular assay (Gray line, lymphocyte DNA ; dotted line,
tumor ; solid line, surgical margin) .
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Table 2. Hypermetylation marker in head and neck cancer

Primary Tumor
CDKN2A, MGMT, DAPK, RASSF1A

Serum and Saliva
CDKN2A, MGMT, DAPK
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