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These results indicate that pCTLA4-lg may be a useful reagent to define the precise nature of the
interaction between B7 and Cytotoxic T-lymphocyte antigen 4 (CTLA4),

SAHI@ |define/VB the/DT precise/JJ

These/DT resuits/NNS indicate/VB that/IN pCTLA4-Ig/JJ may/MD be/VB a/DT useful/JJ reagent/NN to/TO
nature/NN  of/IN
Cytotoxic/NNP T-lymphocyte/JJ antigen/NN 4/CD (CTLA4)./JJ

the/DT interaction/NN  between/IN B7/CD and/CC

These/DT results/NNS indicate/VB that/IN pCTLA4-Ig/JJ may/MD be/VB a/DT useful/JJ reagent/NN to/TO

SHB [define/VB the/OT precise/JJ nature/NN of/IN the/DT interaction/NN between/IN B7/CD and/CC
Cytotoxic/NNP T-lymphocyte/JJ antigen/NN 4/CD (CTLA4)./JJ
SH®@ [interaction between B7 and Cytotoxic T-lymphocyte antigen 4 (CTLA4). ]

SH® linteraction between B7 and CTLA4
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