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F & Ej8I2| protein pattern 2A

2B, ANT, 25U, H8e?, IO, YA, NS
SEAAS, N R YA S FHE,
B sd RABEAAL, CEYNEH SM7SA 7%, ' F)Z2E 2.

9

HAME HO[A0 2lst SM7s2 MR ¥2 438 LEt 2 o 4
30 XIS =xelstn UCH O|AH2 FHHO FHA MO reprogrammingO|
S2HSA O|FAX| 7] R0 He=Z F=E|O{X|11 UCH(Reik et al., Therio—
genology 2003, 59: 21-32; Han et a/, Theriogenology 2003, 59: 33—44). A
M E HOJA Z=0f EfOLAIYS| RAQI0| EfEIS] HI™HAMMOl 7|53 &AL Y= A2
Z FTE =0 SHA EHOAYS Jolg BT /el & HTE A ™SIt 320
MAME SH T LN DI/0f Ejor7F AFYSEEfEEZT X 3742t IVF =32 Ol =
ST ATI0 HEBEIN=S HATH HUIZE 2J1E AHO| O|EstUCt. EfHE
proteing Two—Dimensional electrophoresis@t Mass spectrometerg 0| &5t
o =M HZ3IHUCE IPG—system= O| &350 pH 4~7, pH 6~90 M 1X} 7Y
S= o T, 8~16%2 SDS—PAGE gelof] 2XF MI|FES2S AHASIDT G-250
CoomassieZ YA SIF Lt gel 0|0/ X = Malanie Il programs 0|25} =415}
TEH MA geldf M 2 1800702 7+& 7S protein spotO] LIEHLCH pH 4~7
HRAOAM dH2Z X}0] L= A 165701 & SH S Efetol A S7tE = protein
spot 5742} &4 3t= protein spot 107l & =22} protein identification® & A5t
Lt MALDI-TOF—MSE 0|83t sdst Z1} phosphatidylinositol transfer
protein— a 2} interleukin—18 &2 protein0| A EHEIOIAM ZEO| SIHE|IQU L,
SH5HR0AM HEHO| A= H2ZE vimentin, Rho—GDI— 8, TRAST 8-
chain, ovarian sterol carrier protein 2, triosephosphate isomerase, tropo—
myosin beta chain, Aldose reductase S22 UEIRICE. O] Tt proteins 2
inositol A& MSHED HAAAE MEZTEH AL 24HF steroidogenic Ml ZE
OAMe S AHE OlF, F0f =&, A &R S0| 58 9ES8 st Aez2 &
A HAME SHO| 25 EfOLALY KIS EfBHO|A 0|28t proteinE 2l HIH AH
of W&ol 7|18 Aoz FHECH

Key words) Al E&H0f4 EfEF Two—Dimensional electrophoresis, MALDI—
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