Ut St=EH XAR X

Jn

Artemisige 1€ T&% 9% DNA KXL A
olmgf, 2% vy moHl n¥yt et

“AzgsGm o] YA, A2 143-701; @7
@3iel PAMGR, AE 135-100; TeFegATe, g

135-100

Artemisige N2 % 4%t FIAA AP AJIZE FEH
of AgH et A4A argyi, A princeps$t A. montana’=
NEOo 2 A capillarise QA2 77t A EH 9t A T,
FEHARUE N9 AWEY IHPAEE T HA 5H2
2 FEsIE dvd] oz Artemisize HES ASFHOE
T8 3 £ gl¥ DNA EX (marker)? 71%& Azl 50
Ae} M2 & random primerE ©]#% random amplified
polymorphic DNA (RAPD) AgZAz 19712  primer7}

Artemisiae 2E9) polymorphisme JeERIAth E83], primer
308 (5'-AGCGGCTAGG-3")# 329 (5'-GCGAACCTCC-3")=
gel £dle A argyi®t A princeps® 9XEA A
capillaris®t 1919) Artemisiae?l E4£4E2 A iwayamogy,
A. japonica®} A. keiskenaZ¥-E] FEE £ A& S| 700
bpet 850 bp W bt Primer 3083 329% B2k
2Re ¥ DNAS F¥o= 349 PCR & B9z 54¢

WES Uehle] AFdd REHIUE AETGAZRE of
9% 975F AL TUY 4 U DNA EA2 $8%
F s Jhsde gastac

e et AFA EXdE dEHA HEe] &AL
(Sugeda)oltt. YEA Lo Eae ARZ(S japonica)dt =49F
& F2 AHHoz FHQ sy dge W 3l AL
A&Ao A&FT Adze PSA B T BEIX wE
Held Wolgoel B o] itk olgd WA Ex AEFH
zpololl 25 HeF wWolrt FAH AoldXNEF HFE AL
Atk 3 AWxE 29FEY JHH2 2 o FAEH F
% AV WEela] @ B AFqME AWz F T
70 AR yel®  #Wal7l 918 random  amplified
polymorphic DNA (RAPD) 24& S35t AFd Al&€
Are 1997d 9252 E 20029 9472 APE TE M)

o2 Ak RAME HH Y E4o] F
o ¥iE sk 7 FABAF Lot
2939 JYEANS glauca), ANEFUIES
maritima), ¥AWYE(S australis), 717 Z(S. malacosperma)E

Colmel 41d Ay Anst Aed, 49

Systematic Relationships among Korean Taxa of the Genus
Dryopteris (Dlgyopteridaceae) c
Sang-Jun Lee’, Chong-Wook Park

School of Biological Sciences,
Seoul 151-742

Seoul National University,

The genus Dryopteriscomprises ca. 200 species worldwide,
and has been divided into four subgenera: subg. Dryopteris,
Pycnopteris, Erythrovariae, and Nephrocystis. The D. varia
complex (subg. Erythrovariae) is highly variable in
morphology. The previous morphological analysis suggested
the presence of seven entities in the complex in Korea. In
the present study, we obtained chloroplast DNA sequences of
tmL intron and trnL-trmF IGS region from Korean taxa of
the genus to examine the genetic divergence among them
and to compare the molecular relationships among taxa of
the D. variacomplex with those inferred from the previous
morphological analysis. The NJ tree showed that D.
sacrosancta was separated from the remaining taxa of the D.
varia complex. It also suggests that D. chinensis of subg.
Dryopteris is more closely related to D. sacrosancta rather
than to the other species of subg. Dryopteris. The sequence
data corroborate the morphological evidence that D.
saxifragi-varia was probably derived from hybridization
between D. saxifraga and D. bissetiana, and suggest that D.
saxifragais likely to be a maternal parent of D.
saxifraga-varia. The Suak population appear to be closely
related to D. pacifica and D. varia, but is more or less
genetically distinct. These relationships among the Korean
taxa of the genus Dryopteris depicted on the NJ tree are
largely congruent with those inferred from the previous
morphological study.

Hybridization in Populations of Aconitumsubg. Aconitum at
Mt. Sobaek: Evilgience from Chloroplast Haplotypes
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We have examined the sequences of three cpDNA intergenic
spacers (rbcL-accD, psbA-trnH, and trnL-trnF) of the nine
putative hybrid populations including three representative
populations to understand the structure of the putative hybrid
populations of Aconitum subg. Aconitum at Mt. Sobaek in
Korea. Based on the sequence analysis of three cpDNA
intergenic  spacers, three haplotypes were found in
nineputative hybrid populations at Mt. Sobaek representing
five morphological types based on the pedicel pubescence.
The existence of two or three different haplotypes within
each population strongly suggest that at least three taxa of
Aconitum subg. Aconitumwere distributed sympatrically at
Mt. Sobaek in the past. In addition, there is no association
between the morphology and the cpDNA haplotypes of
putative hybrids in each population at Mt. Sobaek; it might
be the result of repeated hybridization and introgression
accompanied with asexual reproduction by biennial tubers.
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