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o IANAE: 549, Oryza rufipogon, 888 X Oryza rufipogon F3, 94235, 4F, F3,
thah, 27180

o AZA2: 10C/8T AZFA 10/14 hrs(D/N)9] 93 zd2=2 0, 3, 7, 1447 A2+5F

o Apoplast proteinF&: ¥ 9%3 o2 HE AX ¥ FIto dids FE3

olon leakage ZAA: 4 A& -2, -6, -8 -14TolA AY3}=E Asty §&55E= iono ¥
spectrometerg ©]-§3t4 260nmolA &g

o SDS-PAGE #4: 94=Z2 Apoplast proteing o] &3l 15% acryl amide geldl] A719 % ¥

o 2-D Analysis: Apoplast protein® Urea/NP409] <% guwlze] A4 (phd wet Iso gelol
1245 A7|9% & B ulagl 15% acryl amide gel o 2314 A719FEH S T

o DD-RT-PCR: hot phenol ¥ (De Vries%, 1998) 2.2 total RNAZ X3 £ AL total
RNA % 1 pg& Ab83le] 1st strand synthesis kit(Boehringer mannheimA}E ¢]-83}¢] random
primingH 2.2 cDNAE &4 32 CLP(chitinase-like protein)pimerE& 7}xil PCR-S 483t

a3 9 uF

o AW ZZANA lon leakage A& F3 WFAHS £35S d, stdvle A2&st 8 o
BAY 50 QUAAD Oryza rufipogondl e A2<3E 58 EAe F71de B £ I
thoEd AL2es glolk o= AR UFEAHE A & ARS

o °FAY(Oryza rufipogon)®t &AW (2% 2335) 183 Oryza rufipogon X 2% 2335 F3/14
a8 34 H el apoplastic proteing SDS-PAGE ¥4 A3} ofAlnel #zAwjoA AXE 8 F
7ke] dulae] st FA3 Bol EAFS B

o Oryza rufipogon® s34 el 2-DEA Ax EAFT G- (pl: 630, Mr: 35KDa)¢l A& A
Al F7tetRa, A28 A &S Oryza rufipogondl Xl T@F Fo] A2 e oA B
o @o] EAsATY. A2 7ol HojFAFE EAT apoplast proteine] HA FAHPE Q)
g 5 UAS

o CLP primerg o}&sle ¥ EFE7to] RT-PCRE ¥ 23 Oryza rufipogondlAl &3 $ band’}
g v ofAuig}l A UE T U2 Fu JEAESY AAAY HAE FFIE
MarkerZ o] £ dAH <
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Figurel. SDS-PAGE of  apoplast
Hwaseongbyeo,,
Oryza rufipogon, Hapcheonaengmi
3 and Hwaseongbyeo X Oryza
rufipogon F3.

M,; Marker H, Hwaseongbyeo
R;O.rufipogon E; Hapcheonaengmi3
HR; Hwaseongbyeo X O.rufipogon
F3, C; Non treatment, 7; Days for
cold acclimation (14D/10N in 10C
/8C)

protein from

Figure2. 2D-IEF/SDS-PAGE  of
rice apoplast proteins accumulated
after cold acclimation.

A; 25T/20C
acclimation in Hwaseongbyeo,
B, 10C/8C for l4days cold
acclimation in Hwaseongbyeo,
C, 25C/20C for
acclimation in Oryza rufipogon,
D; 10C/8C for 1l4days cold
acclimation in

rufipogon

for non cold

non cold

wild  Oryza

llIp Chu Das Yok O. rufipogon

Figure3. Total RNA from nontreated rice leaf and separated 1.5% agarose gel with
stained ethidium bromide, RT-PCR patterns obtained with CLP specific primers.
M:marker P: positive control{PGAchiti p.DNA) Hwa: Hwaseongbyeo, Ilp:Ilpumbyeo,
Chu: Chuchungbyeo, Das: Dasanbyeo, Yok:Yokyungl80,0.rupipogon: Oryza rufipogon
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