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<!'DOCTYPE EST System “Est.dd">
<ESTInfo>
<EST estid= est00001
<clonelD dm:ctlon'S)IlI IC198</>
<GeneBankAccountNo>BE735522:
<polyAtail>Unknown
<library_info library:IDREF="11">

<sequence> AATCAGCCTGCAAAAGATAGGAATATTCACAGAGAGTCAGACG
ACTGACTGGGGCATTAAATTACGA</>

</EST>

<library libraryno::ID=" 11" type="Lib">
<name>Rat Lambda Zap Express Library </>
<organism>Rattus norvegicus</>
<tissue>aorta</>
<sex>male</>

<Aibrary>

<contact contact_no[D="cl
< name="Sikela JM">
<tel>3032707097
<email>tjs@ally.hsc.colorado.edu</>
<institution>University of Colorado Ilealth Science Center>

" type=" con” >

</contact>
<publication pubno::1D="pl” type="pub”>
<title>expressed sequence tags and chromosomal localization of ¢cDNA
clones from a subtracted retinal pigment epithelium library</>
<author>
<lastname>L </lastname>
<firstname>Gieser </firstname>
</author>
<journal name "Genomics ">
<year>1992</
<status>publlshed</>
</publication>
</ESTInfo>
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