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Table 1. Gene frequencies of 5 polymorpic loci in Tiger cattle and Hanwoo
Locus HB AMY-1 GC PTF-2 TF
Allele "A B B C F S F S A | Dl D21 E
Tiger cattle | 094 | 006 | 0.7 | 0.3 {058 |042062]038; 02 | 0.1 | 04 ] 03

Hanwoo* 0.85910.141 | 0.306 | 0.964 | 0.272 |0.72810.65910.3410.306 [ 0.376 |0.065]0.253
population
* S| AT 42 AP H 1A (19969)
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