soybean root nodules. It was shown to
have a cleavable signal sequence and
localized to the membrane enclosing the
symbiotic bacteria. For understanding the
targeting process of nodulin-24, nodulin-24
cDNA was fused to -glucuronidase (GUS)
gene and the fused construct was
introduced into yeasts. Subcellular
fractionation and marker enzyme assays
were performed for localization of the fusion
protein; The GUS activity was
concentratedly found in the P13 fraction
which supposedly contains ER and vacuoles.
Isolated vacuoles by discontinuous ficoll
gradient centrifugation also have high GUS
activity. It was concluded that the fusion
was targeted to vacuole in yeast. For
nodulin-24 targeting in Arabidopsis, the
fusions were introduced intc Arabidopsis.
The transient expression of
nodulin-24/green fluorescent protein (GFP)
fusion showed that nodulin-24 is targeted
to the central vacuole. These results may
suggest that the symbiosome is an
organelle equivalent to vacuoles.

Development of gene therapy
for Inuslin—Dependent Diabetes
Meliitus (type |, IDDM) by transfer of
human pro—insulin gene to skeletal
muscle.

Sung-Kweon Kim’, Yun Kyung Cho,Ji
Yeon Seong and Dong-Sang Suh
Depatment of Genetic Engineering,
Sungkyunkwan University, Suwon 440-746, Korea

We have established the gene theraputical
method on type I insulin dependent diabetes
mellitus (IDDM) using Drosophila
transposable P-element (Suh et al, 2001 in
preparation). In this approach, human
keratin-14 promoter was used and human
pro-insulin was desinged to be expressed
from the human keratinocyte in the skin
tissue. The system has shown its

effectiveness and convenience in
transferring human pro-insulin gene to the
mouse keratinocytes. However, the

regulation of the gene expression was not

completely resolved. This problem could be
overcome is by introducing the promoter of
the gene encodes enzyme which related to
the glycolysis. In this study, the skeletal
muscle tissue was selected as a target
tissue and the promoter region of skeletal
muscle specific hexokinase II,
phosphofructo- kinase and pyruvatekinase
gene will be wused accordingly. The
possibility of insulin expression in muscle
cells and regulation of insulin expression by
blood glucose level will be discussed.

Characterization of the
5’flanking region of the rat SPARC
gene

So Jung Yoo", Hack-Young Maeng® and
Kyoon Eon Kim'

'Department of Biochemistry,Chungnam National
University; 2Department of Life science,
University of Joong-Bu

ECM (Extracellular matrix protein) family
%  3du<9 SPARC® (Secreted Protein,
Acidic and Rich in Cysteine) #4}4 el
A2 FFAEZe A (tumorigenicity) 2
A A8 9% A (angiogenesis)*] ECM  complex
o i3 g =HFE FFT¥GL K1
Holh Yol A SPARC A7t Eolsl
A 2EEgE dudae ZASY B AY
Ao A= SPAPRCY H¥z2 Eo)3 wE
#sE cis-acting elementd® &9l& 1, o
& EUE {FARXEAAAY FAA FHA
Ado B a&3A WHE FHIHA4 F
S} 7)1 4 FE® SPARC #+4x4 cDNA
Mgol ZA8d genome walker libraryS
(Clontech Co., USA) PCREZ ZAAM3lg ou o
& %3 SPARC #7329 -460 bpellA +40
bpell #MFsE= 5 flanking region® QU I,
AFALE o] &3} 3704 deletion
construct& A 23 ¥t} Western blotting &
23l g A EF(AGH  SNUG3S,
SNU719)91 A SPARC® wd& &<l3 F,
37) constructE & ol & A EF
transfectionAl A luciferased] AL & A3
Aok A BRE MXFAA -300 bpdy
flanking  region®  ZE  constructo A
luciferase®] E4l°] 714 ¥&& Ut}
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