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Fig 1. Geographic distribution of HIV-1 types, groups, subtypes, and CRF. data from McCuchan (7)
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Table 1. Distribution of HIV-1 subtypes by year of diagnosis

Total
Year 85-87 88 89 90 91 92 93 94 95 96 97 98 99 2000 %)
(1]
' 105
Subtype B ND 3 1 4 2 6 11 S5 12 8 9 13 18
(78%)
29
Non-B ND 1 4 2 1 5 0 4 5 2 1 0
(22%)
134
Sub Total 0 4 5 6 3 1t 11 9 17 10 10 13 20
(100%)
Newly reported '
HIV 14 22 37 54 42 76 78 89 108 102 124 129 186 219 1,280

individuals/year

data from Lee at al (9)
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Figure 2. Distribution of HIV-1 subtypes by transmission routes in Koreans with
HIV/AIDS. data from Lee at al (9)
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Table 2. Distribution of HIV-1 subtypes by transmission routes, infection place and gender

L Subtype B Non-subtype B

Transmission routes
Male Female Male Female

Homo/Bisexual 37 0 0 0
- Inside Korea 35 0 0 0
- Outside Korea 2 0 0 0
Heterosexual 59 7 21 7
- Inside Korea 38 6 0 7
- Outside Korea 15 1 20 0
- Unknown 6 0 1 0
Others 1 1 0
Total 97 8 22 7

data from Lee at al (9)
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Fig.3. Phylogenetic analysis of the V3-V35 region of HIV-1 env gene from 23 subtype B isolates from
Korean (bold shaped) and 29 reference sequences consisting of 15 distinct HIV-1 clade (A: U455:
M62320; 92UG037.1: US51190, B: JRFL: U63632; HXB2: U03455; OYL:M26727, RF: M17451, C:
ETH2220:U46016; 92BR025.8: U52953, D: NDK: M27323; ELI: K03454; Z2Z6: M22639, E: CM240:
U54771, F: 93BR020.1:AF005494, A/G: 92NG083:U88826 and H: 90CR056.1:AF005496) from HIV-1
Database, 3 standard subtype B references from HMA (SF162: M65024, TH14: U08801, and BR20:
U08797) and 11 different subtype B references obtained by BLAST search with Korean isolates
(L21480, U11149, U36100, U36107, U36177, 121286, U96512, X94384, 1.21343, U26942, U22826). All
sequences were obtained from the Los Alamos HIV Database. The length of horizontal lines connecting
one sequence to another is proportional to the divergence between the sequences. The tree was
constructed using MegAlign (Lasergene, DNASTAR Inc.). Boxed area: Eighteen of the 23 HIV-1
isolates were assigned to one cluster.
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FIG.4. Phylogenetic analysis of the V3-V5 region of HIV-1 env gene from 8 subtype E isolates from
Korean (bold shaped) and 33 reference sequences consisting of 15 distinct HIV-1 clades and 18
different subtype E references (16 Southeast Asian isolates: U08810, E-L03699, E-U048-1, E-U21472,
E-U39261, U51189, AF070703, U08457, U09131, L03704, L14571, L14572, AF015921, U39256,
U08456, AF0159 and 2 African isolates: U43170, U51188) obtained by BLAST search with Korean
isolates. data from Lee et al(13) '
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