A27

e RS gaed BRAAESGAHQ JEE &85
of iR ZE2BR MNEARE 97 S5l E Ay
ribosomal DNAS] ITSY Y& noncoding o224 vy Z7)=e & 2

e & coding G} Bluste] WaHEr M2 HEIE Yot F5H70¢

s HaFn g Fd Sl AT E2 #3019 v 2 AFY 759
A FAHE A% marker2M F&3HA ol&EHIT 9o, 44F BUF-E&(Morus

spp.) 9% outgroup L ZA] FA|BLUE-Z dId o g ITS 4949 |74 dE
w3k A3

TR A AR ITS 1 B9 219-220 bp ol o, ITS 2 992 269 bp
2 Uehgon] ITS 99 51070 site % 148709 variable site7} bRt o.s,
AP 2= ITS 10| 52%E ARk ITS 271 48%5 AHAstA

719 G+C PMEe ITS 199aA 582-589%% Uehlon, ITS 20)A
= BE FFE0] 636% ol _

ITS €71Mg 4 o 9/le] FAFFE 5 T2 78 7 AN
o GriMg WHoliz BE EZoA 0-130%E g wErk E3] 2789 B
Fo (oA A}, HUg 2 248 Hepd, AedE I % 24 44928

o] Rol7b glo FAHLE FAEZL 5 £ Aol &els Uk



