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Abstract — This paper deals with the fuzzy modeling for the complex and uncertain
systems, in which conventional and mathematical models may fail to give satisfactory
results. mGA(messy Genetic Algorithm) has more effective and adaptive structure than sGA
with respect to using changeable-length string and VEGA(Virus Evolution Genetic
Algorithm) can search the global and local optimal solution simultaneously with reverse
transcription operator and transduction operator, Therefore in this paper, the optimal fuzzy
model is obtained using Virus-messy Genetic Algorithm(Virus—-mGA). In this method local
information is exchanged in population so that population may sustain genetic divergence. To
prove the surperioty of the proposed approach, we provide the numerical example.
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