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DNA 87
RNA 30
Protein 94
Genomic 58
Mapping 30
Protein structure 18
Literature 43
Miscellaneous 153
Total 513
[E 2] DI2E2A/0 SN U= DB M+
R | DB M=+
Comparative Genomics 2
Gene Expression 12
Gene Identification and Structure 12
Genetic Maps 9
Genomic Databases ) 27
Intermolecular Interaction 3
Major Sequence Repositories 6
Metabolic Pathway and Cellular Regulation 10
Mutation Databases 32
Pathology 3
Protein Databases 36
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Proteome Resources 4
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Structure 22
Transgeni i 2
Varied Biomedical Content i 11
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