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Table 1. List of rice varieties used in this 'study

Nou.  Designation Type Origin & No. Destgnalion Tyie Origin
1 Odaebyeo Japonica Korea 17 Amaroco Japonica Australia
2 Sobaekbyeo ” ” 18 Langz ” ”

3 IDpumbyeo " ” 19 Jobae 2 ” China
4 Jinmibyeo " ” 20 Jobae 16 ” ”

5 Hwaseongbyeo ” . 21 Hongbeon 1 ” ”

6 Dongiinbyeo ” - 22 Pyeongyang 8 " N. Korea
7 Akidagomachi ” Japan 23 Pyeongyang 15 ” ”

8 Hitomebore ” ” 24 Pyeongyang 18 ” ”

9 Koshihikari ” o 25 Seohaechal ” ”

10 Kinuhikari " ” 26 Namcheonbyeo Tongil Korea
11 S-201 ” U.s.A 27 Dasanbyeo o ”

12 M-201 ‘ ” ” 28 Milyang 23 ” ”

13 Calrose ” ” 29 IR 36 Indica IRRI
14 L-202 . ” 30 IR 66 ” "

15 Jarrh " Australiaj 31 IR 72 ’ "

16 Pelde ” .

Table 2. Combinations of RAPDs and microsatellite markers which differentiated all
the 31 varieties tested
Combination Marker composition
OPA7, OPC9, OPE4, OPF13, OPP11, OPP16
OPA7, OPCS. OPE4, OPF13, OPPlL, OPT7
OPA7, OPC9, OPE4, OPEl4. OPF13. OPP11
OPA7, OPE4, OPP11, Gal2,”~ OPPI6
OPA7, OPE4, OPP11, RM164, OPP16
OPA7, OPE4, OPP11, CT22 OPP18
OPA7, OPE4. OPP11, CTS522. OPP16

= Underlined are microsatellite markers.
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Table 3. Genetic distance (GD) among high quality rice varieties as measured
using RAPDs and microsatellite markers by origin

L GD No.of No.of
Origin Microsatellite rariet] pairwise
RAPDs e er Total varieties [0S ion
Korea 0.052 0.184 0.100 6 15
Japan 0.051 0.082 0.063 4 6
US.A. 0.153 0.201 0.171 4 6
Australia 0.128 0.176 0.145 4 6
hina 0.078 0.151 0.104 3 3
N. Korea 0.219 0.168 0.201 4 6
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Figure t. Cluster diagram for thirty-one cultivars classifled by RAPDs and microsatellite markers



