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Mitochondrial DNA from 54 blue mussel (Mytilus edulis) species complex sampled
from seven localities on the south coast of Korea was assayed for polymorphism using a
part of COIIl gene. We found 15 mtDNA-sequence-based haplotypes with maximum
divergence of 3.7%. Clearly there were two mtDNA-based clades which we termed clade
B and E. Minimum divergence between the two clades were 3.6% (12 nucleotides).
PAUP, PHYLIP. and parsimonious one-step median network analyses including two
homologous sequences of M. edulis from Canada revealed that haplotypes belonging to
clade B grouped together with M. edulis from Canada (~80 bootstrap estimate), but
excluded members of clade. This results enabled us to conclude that on the south coast of
Korea there might exist tvo mtDNA-based species: one is M. edulis and the other is M.
galloprovincialis
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