D-5 Determination of the primary structure and sequence analysis
of 18S rDNA of a chipmunks (Rodentia), Tamias asiaticus
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We have determined the complete nucleotide sequence of the 18S ribosomal
RNA gene from the chipmunk (Rodentia), Tamias asiaticus. A comparison of the
chipmunk 18S ribosomal RNA gene sequence with the known sequences of
human, rabbit, rat and mouse revealed similarity values about 90 percent between
the species. Sequence alignments revealed that the V1, V3 regions had no
difference in sequences and the V7, V8 showed difference in only one site. The
V4, V5, and V9 regions had different nucleotide sequences of 11, 2 and 4 sites
respectively. The rabbit in particular contained 4 nucleotides sequences inserted
in the V4 region. The V2 region was highly variable in the mammals
representing 30 site difference, the secondary structure of which was not
conserved as well.
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