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Genetic Variation of Lotus (Nelumbo nucifera) by
Randomly Amplified Polymorphic DNA (RAPD) Marker

013, 2 8, ANF
Azystm olZoist AEsn 'Jddistn ol AHEsH
2 2 E0] randomly amplified polymorphic DNA (RAPD) marker’} 53%9 #4

Z WolE waled dy ol&EHI Ut AL o EHE 44 oFf BYLFY o
#71A ERAE AT AuwEel 23 lon Ene FmA PAldME 4t 4A
22 ygex Yt B AFdMe Felrole e a2gd ol Hoivggt tHFETF
da) B¥&a de A(Nelumbo)d HEQ F33 ¥olg Hele dgoz A
Ak YA FE e Yol A& JeE d9 FAH GFHS o] 9
3l 36709 ARAA AAMEE A} vinENsdt =3 {FHH B3idf
2 =A3}7) 939 outgroupl E2E Hulol A 3l= Nelumbo luteas 338t ¥l
@239t DNA Z=Z2 938t 4093709 10-mer primer(Operon*h)E screendt i
qui A A wgol F& 16715 A3 AT F8 3 DNA band¥He codingdt
3670 A x 6271 A9 data matrix® TWHEID °]& PAUPS} MEGA program<
o] & V7Y FAIE, A9 FAFH UdIATE Asn JItY AFFE Az
ath. o A N. nucifera® §27F AL 02 JEFE HsE Nuy £
Holgn Ttz e Fdzte AYFH fFol FHIA Lo} MR Hole
reticulated patterng B oF3 UAch ot BAAEdExe FAdo] viny 279 A
SGE3GAS BRAFT e FHol FRE}A UEET

A208

Phylogenetic analysis of the Chelidonioideae
(Papaveraceae)

Kim, Mu-Yeol’
Department of Biology, Chonbuk National University

As an attempt to clarify a phylogenetic relationship of the
Chelidonioideae, a cladistic analysis based on 39 characters of 14
genera including four outgroups was undertaken. The resulted
cladistic tree supported that the Chelidonioideae is a heterogenous
taxa, and that other subfamilies rather than the Chelidonioideae
occupies the lower position. It was confirmed that Chelidonium
clade is more primitive than the Sanguinaria clade. The result also
supported the view in which Coreanomecon is more closely related to
Sanguinaria than to Hylomecon and Chelidonium. Sanguinaria and
Eomecon showed a close relationships like Macleaya and Bocconia.
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