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o)l & AT oA = 0.1 M2] xylose 2243} 0.1 M2] dipeptide-F-(Leucylglycine, Tryptophyl- glycine) & o9 At
F+(Lysine, Glycine, Leucine, Tryptophan) -&-)-& 4h-&-2%(60, 80, 100°C) Y uF-g-A17H0, 12, 24 hr)*]| w2} Mail-
lard 74 3HuEg-S AP A 7|HA] A4, “‘“a‘*—‘ri” k), B4 3t 2] (Ba), EAF(Qp value) B ZHEZE &
Hotol WA ES v A3} cheT 2L AL VLT

1. ZHA 3} uk-3-of o) 7} uk-3-2- = 9} ‘i‘l’*&/‘]ﬂ@ﬂ mE 2w o] Wdle 2w} Al Uk Al 7ol 1%
$2 2P T 1= Z7)1te] 100°ColjA] 24417k 712 §1S ) 2z 2o] 77)+= Tryptophan-xylose$} Tryptophylglycine-
xyloseoll &} 714 E=9f 7, 53t =27]E vehd Leucine-xylose®} Glycine-xylose HF-g-ollA] 7} @& F18 HHA
c}.

2. ZAA ol whg A 7bel T3t A A1) 7] E7| 2 RE P ubSE EANS ke A 9} 2HE A2 Tryptophan|
ol|A] 7}AF E=9k 31, Leucine-xylose, Glycine-xyloseol| 4] 714} g}

3. Dipeptide®} otujxite] 245 wk-g-Ho|A ) 7 uh-$-EA 59 AEFE AT 5455 Faddedt
Tryptophane] T§% 7% 714 & Z2AEE Bl nlsle] gEgko] T4 Jeht dEA 22 veh}x] ¢o}
Hhg-2 o} AhEekvls v e A3-E F3o] Kol Hsth

4. kgre 2 3e] 73 FAIF oA = Leucine-xylosed 3ol 4] 713} &31e) wla, Tryptophan-xyloseol| & 717¢
Yok} wigl L5 A4 Leucine-xylose, Glycine-xylose Z}2} 3.58, 3.289] 2 gto 2 2% 3t oEX o] 713
Z3, Lysine-xylose(3.17) > Tryptophylglycine-xylose(3.04) > Leucylglycine-xylose(3.02) > Tryptophan-xylose(2.84)2]
49 2 Trytophan-xylose Bh3-Hol| 4] &x.2] of&AJ o] 713} Ligir).
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