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Mutational analysis of the vir-box in virE promoter
of pTiAb

Han, Seong Su, Un Hwan Ha' and Woong Seop Sim
Department of Biology, Korea University, Seoul, Korea

In order to investigate the role of vir-box in virE gene
expression, three mutants were constructed by site directed
mutagenesis, A, C, T at the positions of -62, -63 and -65 on the
virE promoter were changed to T, A, C, respectively, These
substitutions which destroyed the structure of 5’ -terminal region
from the center of vir-box resulted in the decrease of the B
-galactosidase activity to 17% of that of native virE promoter, The
nucleotide A at the position -55 in the vir-box was substituted with
the T, This substitution which destroyed the structure of
3'-terminal region from the center of vir-box resulted in the
decrease of the p-galactosidase activity to 17% of the native
promoter’s, The T, G — A, T substitutions at the positions of -60
and -61 on the vir-box <changed the vir-box from imperfect dyad
symmetry structure to perfect dyad symmetry structure showed 302%
higher pB-galactosidase activity than that of the native virk
promoter,
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