F103 Nucleotide Sequence Variations in The Control Region of Human
Mitochondrial DNA in Korean Population
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Using the technique that hybridization of sequence-specific oligonucleotide
(SSO) probes to amplified DNA sequences by PCR, we detected sequence
variation of the two hypervariable segments of the mitochondrial DNA (mtDNA)
control region. A total 23 SSO probes were used to detect sequence variants at
these nine regions in 77 individuals of the Koreans. An enormous amount of
variability was revealed by SSO typing. In this sample 60 mtDNA types were
observed with genetic diversity value exceeding 0.985 and the probability of two
unrelated individuals would have identical mtDNA types is less than 2.8%. For
each nine mtDNA regions significant differences in the frequencies of the
sequence variants were observed between populations studied so far. The
phylogenetic analysis indicates that diversity among the Negroids is much larger
than that among the Caucasoid or the Mongoloids. The mtDNA SSO typing
system can be applied to a case of individual identification; the genetic diversity
value exceeding 0.95 is greater than that of HLA DQa or VNTR loci, and the
probability of a random match ranges only from 1.8% to 4.4%. Thus, it could be
a powerful tools that the detecting variation of sequence at the hypervariable
control region of mtDNA by combination of PCR amplification and SSO
hybridization (by 3’'-tailing of oligonucleotides with digoxigenin-11-dUTP/dATP)
for individual identification as well as for population studies.
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Hybrid dysgenesis and the presence of deleted P element in a Korean
population of D. melanogaster
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