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Stimulation of Phospholipase D by Glucopiericidin A
in NIH 3T3-v1 cells.
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Recently, we have purified and identified glucopiericidin A (glpA) as an
inhibitor of receptor tyrosine Kkinase activities, resulting in downregulation of
phospholipase = Cyl (PLCy1) in  platelet derived-growth  factor
(PDGF)-stimulated NIH 3T3-vl cells. In this study, we report that glpA
stimulated [*Hlcholine production in phorbol 12-myristate 13-acetate (PMA) or
PDGF-independent manner in the cells. Supporting data showed that some
tyrosine kinase inhibitors, genestein, staurosporin, herbimycin A, also increased
[PHlcholine production to some degrees. These results suggest that glpA, by
inhibiting tyrosine kinase activities of some proteins or by activating tyrosine
dephosphorylations through some unknown intermediators, perhaps protein
tyrosine phophatases(PTPase), stimulate phospholipase D activity in NIH 3T13-
Y1 cells.
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