E303 Yol A ®eA Pseudomonas aecruginosad FAwE) AT/ APINA
FE77, 0143 (NgAAY SR BERH)

HAf/AANA YA 57008 FF FoNA 200949 FFE° AE FFAA
of loxacin, ciprofloxacin, norfloxacino] th¥ A3dAH-S Vehsite. o] oA 2z
HuEd AH = AFF S Vel Pseudomonas aeruginosa 1505} P. aeruginosa
3008 AY3ty o5 FHuEo W AYH NALE A2sAth DNA gyrase
mutationo] & AFYY ARE &7] A% in vitro DNA FAHEE F4/IS
W}, P.aeruginosa 300°] P aecruginosa 15082tk PAA o] 23 DNA ¥ AA &
9 ity BR AR g9 @uAg PYsed FATFY vay 7S
P. aeruginosa 1500 2 HAHRE Rt Efflux pumps] TA¢} A LI7)HE A3}
71 918 ofloxacino] AREUWE HFYse FS SAPL 4], proton gradient
uncouplergl carbonyl cyanide m-chlorophenyl hydrazone (CCCP)E A& shd Sl
of F7t8n, ALAFFEG APBETHA FUdFY F71&0 A F754
t. ooz AR/ P aeruginosa 150, P aeruginosa 3002 proton gradientol
AEHA efflux systemd 7FAAL A& RS & $ Asdd. FHHozn, FIFqA
€ 9% FFECN AwE TEAd dH ov B AYEES AR gleon,
P aeruginosa®l 71-¢ gyrase®] mutations} M &9 WAl A3, proton
gradiento] 2j&% efflux systeme] FFridlog A-&3u.
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Rhodobacter sphaeroides D-23004A] Catalase, Peroxidase,
Superoxide Dismutase?] S4of ®|¢t A3

AEFA ol
( Foicitin Ay FgetL )

Superoxide Dismutase(SOD, EC 1.15.1.1)% Fe, Mn, Culn5§ NBPYAxtez 3t
e 244848 ¥ WUl Yo iAoz AMREE FF0lch B 47 4
FRoz2 {8y UYL HFFAM B4 Y4 FFY Rhodobacter sphasroides
D-230% ol&8ied, 2I|H wiska} BN wiey ZolM wjedyl ¥, S0D-isoenzyme
¢} 288 Holdl, SOD, catalase, Peroxidesed] 54§ otialcy F vl 2
dolad LAAA] RQt byt FMolde SOD7F AIAQnf W 4S5 Han,
Catalase, Peroxidaseo| M= uj#izla] 4zt ¢l AlZte] Az A4 Had B
W S0Dg] EA  isoenzyme® Alodl= AlsfMlel Sodium Azide(NaN;) &} Sodium
Cyanide(NaCN)Z}2} & B7158Sufe] §4d W g el als, MnSODe] R4 K¢l
Methy! Viologen®] M7ziuf M7jx] ZAe] 4 HYUR ¢lotBglch Fq, S0be B
Agaciel 2KolR(Fe, Mn, Cu, In)& vixjoff Yrisied FE7ia] wiel ZPeliy o)
Qe X MR KAL) By Fdof il ZAalsiact,
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