A717
sh-3F4r 4218 622] utDNA cytochrome b 5H 2t @714 U2}
restriction fragment length polymorphisms2] -
2EA YA, $AF 8 HF
Euta 2EYY
shat M2)F 682 ASEFHH UTE glsted, 3§ 67ixIGolM A

T AR 62(E53, ByHelR, A, 24, UsEUF, 0, 63
ohe}e] mtDNA cytochrome b §H Ak Y714 452} restriction fragment length
polymorphismg H43+gith. & 3187§2] cytochrome b 8 xt2] 1M dE2]
BMofr, tigziobs titzle Fotge] 582 2olE B3ln, A= FobR
oM 71 2 2ol vebyitk. & 817§2] restriction fragmentse} 1022]
mtDNA cloneso] W32, wtDNA cloneS7te} pat-& 0.6% - 17.0%2 Bt} 3o}
E 3zte] A3 7 2 Aol E B, k3ot oihzle A2 35(5E
3, ggHcie|#23, A garsisich. diHo=, 1) WA UREH
= 32z £HEgd o] ERAAC etglsigol SR, 2) dr1A
deo] BM72r davHe] BN HEEFasiel o dxiskE olFE
Fate] BMoMe S-gof 2jt fAabdo] Exjsly] ujrog wohg ek Fo
2, Eole] Tasin gl Axle] viMFERe) B4 o gioisiyiMel HIgdE
vlaslgion, UNe UEERMALL A3t Ro ghygqivh.

A718

th2e] 23] 201%, Apodemus agrarius coreae & A. agrarius che-
juensis(3 &, 2.§75),2] mtDNA D-loop 3z} d7]Mde] £

2F4H, =284 de)d, 8 A=
FRuta 2EH

gh2e] S23] 2048 (A, agrarius coreae & A. agrarius chejuensis Jones
and Johnson)2] & E3Are] APRE gsted, HF, i, S8} MFEM
2§21%r 33 vlel2] mtDNA D-loop FAxte] d71M 4 #43tsich. $ 2837)2)
A7) Mg 5o) EMEiglon, 3 e} shde] BEES M2 FASt & FE
HAasign, AFreed g ¥LELS thE Tshie] F& A3kt ol
Bzl g s thitee] 553/ A, agrarius coreseoln, A&}
gtee] 223t 432523 (A. chejuensis Thomas)ehe #l2] £33 Wely
¢37).5e] 529 mtDNA restriction gragment length polymorphisme] #4172}
g}le dajste doirt. dejng, A3E W #HEe] FEHE AFITEIIE
BEslojo} Trh AMLE £ U FolA tir] dS3tA Elgich. 28 ARSE
Fuels 2 gEe} AFEREE] Aol FRUY FPE sAsted, W F
e yEEE 224 AL 3ot W estcha gk,
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