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A106 Sequence and Secondary Structure of the 18S rDNA
of the Sea Skater, Halobates sp.({(Insecta,
Hemiptera)

% o]9*, 2 2, Lanna Cheng', 7 ¢
Mgt ztazstoist A28 E33}, 'Scripps Institution of

Oceanography, University of California, San Diego

The complete 18S rDNA sequence was determined for Halobates sp. (Insecta,
Hemiptera) using PCR cloning and Tag dideoxy sequencing, The total length
‘of the 185 rDNA sequence of H, sp. is 1880bp. The G+C content is 49.2%,
The probable 18S rDNA secondary structure was presented, which was
compared with those of other insects. According to comparison of the insect
sequence, especially in variable regions (V4, V7), monophyletic pterygotes
including Coleoptera, Homoptera, and Hemiptera were separated from
apterygotes comprising Collembola,
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