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New Alternate Host of Rice stripe virus - ‘Deulmuksae’
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Rice stripe virus (RSV) is one of Tenuivirus Group, which is carried by small brown planthopper. There is an
outbreak of RSV in South Korea at 2001, and 2007. The infection caused by RSV had been investigated on
weeds around the rice cultivated areas 13 region and 26 site including Jeonbuk Buan and Chungnam Seo-
cheon. There have a doubt as to alternate host of RSV is total 15 Family and 50 Species including Gramineae
24 species of Duksaepul (Alopecurus aequalis), H. sativum var. vulgare etc.. There is identified the infected RSV
in Festuca myuros, Alopecurus aequalis, Hordeum sativum var. vulgare, Trisetum bifidum, Echinochloa crus-
galli vax. crus-galli, Digitaria ciliaris among this species. Deulmuksae is the overwintering exotic weed which
sprout in Autumn and wither in Spring and commonly growed as green manure crop or cover crop. In order to
identify the infection rate furthermore, 111 samples which were collected at Buan Gyehwa-myeon region, and
50 samples from Seocheon Maseo-myeon in June, 2008, were ELISA tested. The results are 32 positives from
Buan, 28.8% infection rate, 8 positives from Seocheon 16.0% infection rate. RSV infection of Deulmuksae is
not reported currently, and follow report first describes the Deulmuksae as an alternate host of RSV.
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Fig. 1. Infected alternate host of RSV. A: Deulmuksae (Festuca myuros), B: Duksaepul (Alopecurus aequalis), C: Baraengi (Digitaria
ciliaris), D: Bori (Hordeum sativum var. vulgare), E: Jamjaripi (Trisetum bifidum), F: Dolpi (Echinochloa crusgalli var. crusgalli).
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Fig. 2. Deulmuksae in March 3 (left), May 3 (middle), and before drying in mid-June (right).
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Table 1. RSV infection rates of the alternate hosts
Scientific name Common name Korean name Family Infz:;on
Aeschynomene indica Indian jointvetch A E Fabaceae 0/2
Agropyron smithii Quackgrass bl Poaceae 0/18
Alopecurus aequalis Water foxtail, Orange fox-tail =N E Poaceae 1/118
Artemisia princeps Mugwort & Asteraceae, Compositae ~ 0/9
Astragalus sinicus Milk-vetch 284 Fabaceae 0/7
Avena fatua Wild-oat, Trartarian oat, Potato oat, o] 7 g] Poaceae 0/8

Flaver, Drak
Bothriospermum tenellum Wood whitlowgrass oA Brassicaceae, Cruciferae  0/4
Capsella bursa-pastoris Shepherdspurse o] Brassicaceae, Cruciferae 0/16
Chenopodium album Goosefoot HolF Chenopodiaceae 0/7
Commelina communis Common dayflower wol A& Commelinaceae 0/6
Conyza canadensis Crong. var, candensis  Horse-weed, Canadian fleabane b Asteraceae, Compositae 0/7
Cyperus amusicus FI=AR Cyperaceae 0/15
Cyperus sanguindentus H=A 7kl Cyperaceae 072
Digitaria ciliaris Crabgrass ul-2] o] Poaceae 1/42
Echinochloa crus-galli var. crus-galli Cockspur =3 Poaceae 1/35
Echinochloa crus-galli var. echinata (Wild) =9 Poaceae 0/6
Eleusine indica Goosegrass 2uleg o] Poaceae 0/6
Equisetum arvense Field horsetail &) e 7] Equisetaceae o1l
Eragrostis ferruginea Korean Lovegrass b A2 Poaceae 0/5
Hemistepta lyrata x| A 7} Asteraceae, Compositae ~ 0/5
Hordeum sativum var. vulgare Barley, Common barley, 2z Poaceae 1/73

(Hordeum vulgare var. hexastichon) Nepal barley
Hordeum vulgare Malting barley o Poaceae 0/7
Lolium multiflorum Italian rye grass F Bz Poaceae 0/2
Mazus pumilus 229 Scrophulariaceae 0/2
Monochoria vaginalis var. plantaginea Pickerelweed el Pontederiaceae 072
Pennisetum alopecuroides Swamp foxtail, Chinese pennisetum 23 Poaceae 072
Persicaria vulgaris 2oy Polygonaceae 072
Phragmites australis Reed Zreh) Poaceae 0721
(Phragmites communis)

Plantago asiatica Common platain 2 7 o] Plantaginaceae 073
Poa annua Ammual bluegrass, Annual meadow A Lo} & Poaceae 0/18

grass, Low Spear grass, Six-weeks

Gras
Potentilla amurensis Z 7] A 271 Rosaceae 0/4
Setaria glauca Golden bristlegrass ZF7lR = Poaceace 0/8
Setaria viridis Green foxtail, Green bristlegrass FALTVAR Poaceae 0/30
Sporobolus elongatus e = Poaceae 0/6
Stellaria media Common chickweed W Carvophyllaceae 0/6
Taraxacum mongolicum Dandelion RS Asteraceae, Compositae ~ 0/3
Trifolium repens Ladino clover, White clover ENNE Fabaceae 0/8
Trisetum bifidum 22} e 59 Poaceae 177
Valpia myuros Rattail fescue EEA] Poaceae 50/195
Vicia villosa Hairy vetch E b Fabaceae 0/4
Zoysia japonica Korean grass, Korean lawn grass, rig= Poaceae 0/13

Japanese lawn grass
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Fig. 3. ELISA result of Deulmuksae for RSV of Buan and Seocheon area.
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Fig. 4. Electrophoresis result after RT-PCR of infected alternate
host of RSV. Lane 1, Deulmuksae (Festuca myuros) Lane 2,
Duksaepul (Alopecurus aequalis) Lane 3, Bori (Hordeum sativum
var. vulgare) Lane 4, Jamjaripi (Trisetum bifidum) Lane 5, Dolpi
(Echinochloa crusgalli var. crusgalli).
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